Supplementary Table 1 Primers used for specific amplification of chimpanzee polyomaviruses
	Primer
	PCR round
	Target
	Sequence (5´-3´)
	Fragment

size (bp)
	Annealing

temperature (oC)

	Generic primers
	
	
	
	
	

	VP1-1 sense
	1
	PyV VP1
	CCAGACCCAACTARRAATGARAA
	800-1100
	46

	VP1-1 antisense
	
	
	AACAAGAGAACACAAAT(n/i)TTTCC(n/i)CC
	
	

	VP1-2 sense
	2
	
	ATGAAAATGGGGTTGGCCC(n/i)CT(n/i)TGYAARG
	250-270
	50

	VP1-2 antisense
	
	
	CCCTCATAAACCCGAACYTCYTC(h/i)ACYTG
	
	

	Long-Distance primers
	
	
	
	
	

	Ptv1a.1 sense 
	1
	PtvPyV1a VP1
	GGGTTAAGAATCCATACCCAGTTG
	5229
	62

	Ptv1a.1 antisense 
	
	
	CTGGGTAAGCCATGAAAAGCCA
	
	

	Ptv1a.2 sense 
	2
	
	ACCCAGTTGTTAACTTGATAAATTCT
	5194
	60

	Ptv1a.2 antisense 
	
	
	AGCCATTTTTCCACTGGTTTTGT
	
	

	Ptv1b.1 sense 
	1
	PtvPyV1b VP1
	TGGGTTAAGAATCCATACCCAGTTGT
	5226
	62

	Ptv1b.1 antisense 
	
	
	TCTGGGTAAACCATGAAAGGCCA
	
	

	Ptv1b.2 sense 
	2
	
	TCTCTGTTTAGTAATTTAATGCCCCA
	5179
	58

	Ptv1b.2 antisense 
	
	
	ACCATGAAAGGCCATTTTTCCA
	
	

	Ptv2a/b.1 sense 
	1
	PtvPyV2a/b VP1
	TGCCTCAGGTATCAGGGCAGC
	5150
	62

	Ptv2a/b.1 antisense 
	
	
	ACCACTAGTTTTATATAGGAAGCCCAC
	
	

	Ptv2a/b.2 sense 
	2
	
	AGGGCAGCCTATGGAGGGAAAAGA
	5106
	62

	Ptv2a/b.2 antisense 
	
	
	TGTCTGCACAACTCACAAACAGTCCA
	
	

	Ptv2c.1 sense 
	1
	PtvPyV2c VP1
	GGTGATGGACTTTTTGTGAGCTGTGC
	4663
	62

	Ptv2c.1 antisense 
	
	
	AGTAGTAGCAGGAAGGTCAGGGGA
	
	

	Ptv2c.2 sense 
	2
	
	CCCCAGGTATCAGGGCAACCT
	4434
	62

	Ptv2c.2 antisense 
	
	
	TGGGTTATGCTGTCTTCTCCAGT
	
	

	Ggg1.1 sense
	1
	GggPyV1 VP1
	AATGTAACCCTAAGGAAAAGGTG
	5261
	60

	Ggg1.1 antisense
	
	
	GTTACATTAAAATACCTTGGTAGGC
	
	

	Ggg1.2 sense
	2
	
	ACCCTAAGGAAAAGGTGGGTT
	5247
	60

	Ggg 1.2 antisense
	
	
	CCTTGGTAGGCCATGAAATGC
	
	

	Diagnostic primers
	
	
	
	
	

	VP1-ptv1 sense
	1
	PtvPyV1a/b VP1
	TGTAAGCTGTGCTGACATA
	195
	55

	VP1-ptv1 antisense
	1
	
	TCTTTACCTTCCATAGGTTGG
	
	

	VP1-ptv2a/b sense
	1
	PtvPyV2a/b VP1
	TGTGAGTTGTGCAGACATAG
	197
	58

	VP1-ptv2a/b antisense
	1
	
	TATCTTTTCCCTCCATAGGCT
	
	

	VP1-ptv2c sense
	1
	PtvPyV2c VP1
	TGTGCAGATATTGTGGGCTTTCTGT
	183
	60

	VP1-ptv2c antisense
	1
	
	TCCCTCCATAGGTTGCCCTGA
	
	


Supplementary Table 2 Abbreviations and accession numbers of published polyomaviruses

	Polyomavirus
	Abbreviation
	GenBank accession number

	African green monkey polyomavirus
	AGMPyV 
	NC_004763

	BK polyomavirus
	BKV 
	NC_001538

	Bovine polyomavirus
	BoPV 
	NC_001442

	Budgerigar fledgling disease polyomavirus
	BFDPyV 
	NC_004764

	Californian sea lion polyomavirus 1
	CslPyV
	NC_013796

	Chimpanzee polyomavirus
	ChPyV 
	AY691168
(VP1 only)

	Crow polyomavirus
	CrPyV
	NC_007922

	Finch polyomavirus
	FiPyV 
	NC_007923

	Goose hemorrhagic polyomavirus
	GHPyV 
	NC_004800

	Hamster polyomavirus
	HaPyV 
	NC_001663
(corrected VP1: AJ006015)

	Human polyomavirus 6
	HPyV6
	HM011558

	Human polyomavirus 7
	HPyV7
	HM011565

	JC polyomavirus
	JCV 
	NC_001699

	KI polyomavirus Stockholm 60
	KIPyV
	NC_009238

	Merkel cell carcinoma virus
	MCPyV
	HM011539
HM011552
HM011554
EU375803

	Monkey B-lymphotropic papovavirus
	LPV 
	M30540

	Murine pneumotropic polyomavirus
	MPtV 
	NC_001505

	Murine polyomavirus
	MuPyV 
	NC_001515

	Myotis polyomavirus
	MyoPyV 
	NC_011310

	Orangutan polyomavirus (Borneo)
	OraPyV-Bor
	FN356900 

	Orangutan polyomavirus (Sumatra)
	OraPyV-Sum
	FN356901

	Simian virus 12
	SA12 
	NC_012122

	Simian virus 40
	SV40 
	NC_001669

	Squirrel monkey polyomavirus
	SquiPyV
	NC_009951

	Trichodysplasia spinulosa-associated polyomavirus
	TSV
	GU989205

	WU polyomavirus
	WUPyV
	NC_009539


Supplementary Table 3   Genomes and proteins of novel great ape polyomaviruses#
	
	MCPyV
	PtvPyV1a
	PtvPyV1b
	PtvPyV2a
	PtvPyV2b
	GggPyV1
	LPV
	BKV
	SV40

	

	
	bp
	bp
	%id
	bp
	%id
	bp
	%id
	bp
	%id
	bp
	%id
	bp
	%id
	bp
	%id
	bp
	%id

	Genome
	5392
	5303
	76
	5301
	76
	5309
	79
	5315
	79
	5300
	77
	5089
	40
	5153
	40
	5243
	39

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	aa
	aa
	%id
	aa
	%id
	aa
	%id
	aa
	%id
	aa
	%id
	aa
	%id
	aa
	%id
	aa
	%id

	VP1
	423
	412
	80
	412
	81
	396
	78
	396
	79
	393
	79
	368
	53
	362
	41
	364
	43

	VP2
	241
	240
	78
	240
	78
	242
	83
	242
	83
	242
	84
	356
	23
	351
	20
	352
	19

	LargeT
	814
	802
	79
	787
	79
	802
	83
	803
	82
	801
	83
	697
	39
	695
	34
	708
	32

	SmallT
	186
	186
	83
	186
	83
	186
	83
	186
	81
	186
	85
	189
	33
	172
	32
	174
	29


# Sequences of novel and known PyVs were compared to those of MCPyV (GenBank accession number FJ173815)
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