Supplementary Table 2 Genetic risk score was associated with asymptomatic hyperuricaemia risk
	
	
	Asymptomatic 
hyperuricaemia cases
	
	Controls
	
	
	

	
	
	n (%)
	
	n (%)
	
	OR (95% CI)
	P

	Stratified analysis
	
	
	
	
	
	
	

	Alcohol nonuse
	
	
	
	
	
	
	

	Increase per genetic risk score 
	
	
	
	
	
	1.32 (1.06-1.65)
	0.0136

	Alcohol use
	
	
	
	
	
	
	

	Increase per genetic risk score 
	
	
	
	
	
	1.33 (0.90-1.97)
	0.1560

	 Combined group
	
	
	
	
	
	
	

	Increase per genetic risk score
	
	
	
	
	
	1.33 (1.10-1.60)
	0.0030

	Score category 
	Alcohol use
	
	
	
	
	
	

	0-4
	No 
	69 (65.1)
	
	211 (71.5)
	
	
	

	0-4
	Yes 
	24 (22.6)
	
	63 (21.4)
	
	1.08(0.61-1.91)
	0.8034

	5-6
	No
	11 (10.4)
	
	18 (6.1)
	
	1.93(0.83-4.49)
	0.1244

	5-6
	Yes 
	2 (1.9)
	
	3 (1.0)
	
	2.08(0.33-12.99)
	0.4324


A genetic risk score was generated after counting the number of risk alleles associated with gouty arthritis (Q141K [T], rs1014290 [A], and rs475688 [C]; range 0-6, e.g., Q141K T/T [score=2]+ rs1014290 A/A [score=2]+ rs475688 C/C [score=2] equal 6).

ORs and their P values were estimated after adjusted for covariates using a multinomial logistic regression model.
