Online Supplement 1: Sequence types found in the populations under study (polymorphic positions are numbered according to the Cambridge Reference Sequence (Anderson 1981) minus 16000; heteroplasmic sites are marked by an h); 
Yak = Yakuts; YSE = Yakut-speaking Evenks; Evk = Evenks; Yuk = Yukaghirs; Tuv = Tuvans.       
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1
h = heteroplasmic site

i = insertion of A between np 16259 and 16260
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