Supplemental figure 1: Plot of Structure simulations to determine the optimal
number of genetic clusters for the gorilla and chimpanzee data sets. K is the
number of genetic clusters evaluated (K=1-10). (a,b) Data set consisting of all the
individuals identified as chimpanzees in the field (133 unique genotypes) and
thirteen known gorilla samples from Loango. (c,d) Data set consisting of all the
individuals identified as gorillas in the field (83 unique genotypes) and nine
known chimpanzee samples from Loango. (a,c) Structure likelihood function
(InP(D), + standard deviation) for each value of K across 20 independent
iterations. (b,d) AK, the second order rate of change of the InP(D) measure, is
largest at the most supported number of genetic clusters in the data set, in both
cases here, K=2.
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Supplementary figure 2: Evidence of Mandondo group dissolution over the
course of the study. Minimum convex polygon depicts the minimum homerange
of the Mandondo group from February 2005 to March 2006. White stars show
location of males and black stars locations of females after March 2006.
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Supplemental table 1. Genotypes of 83 gorillas and 15 chimpanzee samples, samples marked with an asterisk were
identified in the field as gorillas but shown to be chimpanzees using STRUCTURE. The last 9 samples were known
chimpanzee samples genotyped at gorilla loci for said STRUCTURE analysis.
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G F 8 (134434 AT2A72 4222 2310235 148433 180184 2200224 1MBM32 131169 138138 2557263 141M61 1920204 147147 14104

G2 F Tl 13034 1921 2 4222 223227 149449 1B3MEE 2117211 1MEBM32 18563 138146 2317239 141M65 192200 131143 14104

Gi3 hd 9 (13334 122MBE 2220222 22723 1S7TAST 1TEMEd M2227 MEME 16979 134138 2580239 1BSMES 182204 139143 13743

G4 F 4 (130434 1BBAT2 2220222 22723 14BA5T 1B3MTE 12227 MEBMME 1BSMTI  133M35 2580239 141MES 2000204 143143 1410143

G5 F B | 126134 1721184 214230 223227 141153 184M88 216216 1MBA32 1BSME3  138M46 2557253 157MB5 1920200 131143 13714

GG F 9 (13030 17272 1744 227023 148449 184188 5224 MBM3Z 13171 138146 255239 141M61 1920208 147147 1374 1BEMEE

GOT F 4 [ 13030 1392172 TS 223231 145133 163MEE 2117224 TBM20 16973 138138 2437239 141153 1927200 131143 166170

Gog I 12 (130130 172176 174174 227231 148M489 184183 2150215 TEBM1E6 183171 134146 2550255 1411157 1920208 147147 13741 1BGAMER

Go9 F 3 [ 130130 132A72 A5 2310239 148M33 180185 5227 MEAZ20 1894179 133142 2590239 14MS3 0 2040204 147R47 162166

G10 I S [ 130130 192168 24214 2270239 1411353 180180 2240224 M2ZM1E 1BSM6S 134138 2557267 137MES 0 2040204 131439 14141 1BEMEE

G F 4 | 130130 15921152 214222 22323 145149 18465 2110215 M2ME 14763 138142 2557253 1a97M6S 0 1920204 158ME63 162170

G12 F 2 (130434 AT2A72 4222 22723 148449 1TEME4 5224 11BM32 15189 138138 2590263 1B1M65 1927200 139147 166170

G13 I 2 [ 130130 192172 1T4222 227230 14549 1T2MEd 2110215 M2ME6 14TAT 142146 255233 141M65 1927204 1471353 162166

14 F 3 130M30  132ATVE T4 22723 149149 18BMEE 21900227 MMEM20 1BSMT9 1421146 2357259 153M57 1920204 147M47 137149 166066

G15 I 4 (130430 132168 A48 227/239 1433 1TEME0 219224 M2MME6 179ATI 134138 255267 1B3ME5 1827204 1431359 14171143

G16 I 2 | 138M42  TT2ATVE 222230 227239 141145 180MB4 215228 116M32 163173 138138 2557259 16165 1920200 143147 145145 166170

GIT hd S [ 13038 1T2AVE 1744 227023 148449 184184 21215 MEMME 18371 134142 25357255 141MGBS 2000208 147147 13745 1BEMEE

G138 F 10 | 126134 152172 1665214 227227 143148 180M184 2110215 120120 147169 138135 235/258 15763 1920204 1394131 137149 170M70

G19 I 5 | 130134 1921152 17014 2270235 149153 180MB4 2200227 TBM1E  1B3NYS 138138 2550263 141153 2040208 147M59 1410149 166170

G20 It 3 (134138 132M7E  A4i14 2270235 148449 180180 ME219 MEME 183169 126M33  235/239 137MEBS 196208 141143 166174

G2 F 2 [ 130138 17272 2220234 22323 148M37  163M84 2110224 TMEM20 1TA91 138138 2437235 163MEB5 192196 166/166

G22 I 4 | 1Z6M30 192MVE 222227 2237227 143149 16BME4 2150215 MEMNE 17T 138142 243251 15761 1920204 143159 1480153

G23 I 2 (126134 132A76 A5 227023 14 A43 184184 210219 M2MME 1851689 138138 2317239 137MST 1920204 131433 14104

G24 F 2 (134134 1BBMT2 2220222 227235 15357 1TEME0 2200227 1MBM32 151131 138138 255239 141M65 1927204 143147

G25 F 3| MBN38 TT2ATE 2300230 227227 149153 180ME0 2160216 1MEMZ20 1BMET 1381146 2557259 137M61 1920204 139151 1410145

G26 F 4 (126130 AT2A72 4222 22723 148449 1TEME4 N5219 MEAZ20 13189 138138 2590263 141M65 1920204 131433 14104

G271 F 1 1341134 192172 248 223239 141141 1BBAY2 215224 1MBM23 1BSMES 133142 2597267 157MB5 0 2000204 139147 14144

G238 F 3 (126130 1T 414 2395239 1484353 168MEd M5224  1TBAZ20 169M89 142146 231231 14MES 1927200 139139

G29 I 3 (126130 192172 2415 2190227 14143 1688184 150227 MEM1E 1TSATS 138138 247235 141MST 1920204 139143 14557

Gi0 F 4 1130130 172AVE 2140230 22723 153157 180M84 216220 MEMM1E 1IETMES 1381142 2517267 1411165 1965204 143143 1410149

G It 3 (134134 1BSATE  2A4222 2310235 149449 184188 60220 124123 1683173 138133 141137 2040208 147147 13714

G32 I 3 (13030 192172 T4 223227 14153 180184 215215 TMEMME 1TSATI 138142 255267 15TMES 2000204 133139 1410143

Gi3 I 4 | 130134 163M6S 2140222 227233 149149 1G60MG64 218218 MMEM16 163ME3 138135 25357253 161165 1924204 131143 1410141 162166

G34 I 10 | 130A30 156M65 2140230 227239 149153 168180 2110224 M2A16 1683MB5 138142 267267 157A63 1920204 133131 1410144

G35 I 3 (13034 192176 2140230 223235 145149 1TEME4 2117215 M2A16 16363 134146 2500239 13TMES 1927204 139147 1410149

Gi6 F 3| 126M30 TBSMTVE 140230 2237239 149149 184184 211215 MMEM24 1ETNS91T 1381142 2430255 145061 2040208 139151 1450145

G3T I To[ 130130 1B3M72 A5 2270233 15333 163180 219224 116A24 1BSME3 134046 267267 13TMES 2000204 133147 149133

G319 I 1 1341134 1T2NTE 2140222 2330233 145M149 172M84 2160224 128132 16363 133M33 243259 157M6B5 2040208 147447 141145

G4 F 3 132172 744 2270227 141145 18084 215216 TEA1E  167M73 133038 2350267 161M6S 1820203 139143 14144

GH F 3 1F2ATE 2140226 2230231 141149 17TEAS4  219/220 1MEBA24 167TM63 142146 2430251 161163 1920200 143131 1411357

G42 F 2 | 1Z26R30 1T2AT2 248 22923 14M49 1BBMYE 2190227 MEBMMTE  1BANTYS 138138 247263 141157 1920204 131139 1410145

G43 F 3 (130130 132M68 A5 2390243 15757 1B3MEE 215219 MEME 16T 133M46 2580263 141ME61 182192 131147 1411149

G4 F 3 (13030 192172 85 227243 14157 1B3MEE 215219 TEMME 1BSMTI 133146 2477239 13TME1 182182 131139 145149

G45 F 2 | 1Z6R30 1T2AT2 830 22723 153M57 1VBMEE 216218 MEMM1E  16SME3 138146 25317263 165M65 192196 147159 14101435

G46 F 8 [ 126130 132A7E 218230 223227 148449 163ME85 215213 MEME 1669 134146 2517233 141ME1 1827204 139A53 14101143

GH F 3 [ 12630 1B3MTE 24215 227231 148433 180184 216224 1T16M24 16T 142146 2517267 15TMES 192196 133147 1410149

G48 F 4 1 130M34 1T2ATE A4Me 2272390 149149 17EME4 2190224 MMEMZ20 1ETMED 13801146 25317259 1411353 1920200 139143 1414149

G349 F 4 (130134 AT2A72 4234 2270227 148449 1TEME4 2117224 120120 1894191 138M46 2317233 133M65 192182 143163 14104

G50 F 3| 1Z26M30 192M72 222230 227227 153153 184184 215218 MMEM24 16373 1381142 2557255 157065 2040204 135143 1410149

G51 F 4 (13034 132172 24214 2190223 1453 168M8d 211219 TBA20 14TMES 138138 255233 1BSMES 204204 139147 14101143

G52 F 3 (130130 19BMT2 2300230 227/233 153M57 180180 216224 1M2M16 16SMET 142142 267267 141165 1827208 143151 1410149

G53 I VO 130M34 1T2AT2 A4 E 0 22323 15TMST 1BBMYE 215215 11EM20 1BSME3 1381146 2557263 141065 1920200 131159 1410149 1621166

G55 F To[ 130130 1T2AVE T4 227023 148449 180ME8E  M5227 MEMZ20 163169 1341383 2357239 14MS3 0 2040208 147H47 1410149 162166

G56 F 2 | Man30 183M72 234% 2270233 14533 168ME80 6224 MEME 1B3ATI 138142 25357239 163MG6S 20477 13537 14HAM353

G5T I 1 152172 2140230 2230239 141149 188185 215219 TEA16 163167 134138 2510263 161165 20877 131147 162166

G58 hd 1 (130134 132M76 240222 22323 15TMSY 180M84 210215 120130 1631169 1380142 137MES 182192 162166

GG0 F 3 (13034 132A72 T4 2310235 148433 180184 19220 MEAMZ20 1837169 134142 2397239 14M53 0 2040208 141149 162166

G61* It 1 (122122 132M56 182190 2197419 121129 M2 10412 139143 1830 2477255 148137 2160228 166182

G62 I 1 126130 132160 121137 20002268 M2M16 143143 11818 2397251 157161 2240236 1300158

G63 F 4 (134434 1BBAT2 A4222 227227 148A57 1TEMED 21172119 TBA20 162ATI 133138 255239 133ME5 1827204 143147 141143

G4 hd 3134134 152152 214222 22323 149157 184M88 211227 1MBA32 16569 1341146 2517253 165M65 192192 139143 13714

Gi6 hd 1 (13030 17272 AT0 2270235 14549 180188 ME219  M2M1E 183ABT 134138 2317235 133MBS 192192 131M63 13T

G&T F S (13434 T2 4214 2270227 148/49 180185 2157219 TBA20 163MT1 133138 243/233 133M53 182182 14TAS1T 1410149

G68 I 1 13417 19217 1411145 184184 2197 11216 1B 138M38 26727 1STMST 0 189247 15957 14117

GG9 F 1 (130134 132176 22723 1480353 1683184 21523 11616 168471 133135 1B1MES 1820204 139158 14307

GTe I 1 116122 160163 1900214 2070211 129137 140M44 2160228 1TMG6M20 133743 118122 247247 149149 2240228 139143 1371449

G I 1 [ 126130 172176 227I233  145M57 180180 2197 TM2A16 163463 1340138 235/239 15THES 1827 13714

G712 hd 2 | 126M30 172ATE 222230 2310233 145153 180M84 211216 1M12M12 163171 138146 2557253 161M61 1921968 143163 1410145

GT3 F 1 (13042 AT2A76 24222 2270235 148M57 180188 M9/219  M2ME 1BIAET 138146 2317239 141M65 1920204 131163 14104

GT4 F 1 1221130 1532164 194154 215219 121129 1400140 216216 116123 143143 118122 247231 149157 A28 139131 137137

GT5 F 1 (133142 132172 2220222 2330239 145133 180184 2135224 112M32 16THMB9 134138 2437233 13TMES 2000203 147M59 145133

GT6 F 1 [ 134134 172172 240230 2277239 145149 1TEMTE 2157219 116M28 14769 133146 250/239 161165 1927204 147147 1450143

GT8 I 1 132172 174222 22723 145149 184184 2110215 M2ME 147147 1460146 2557255 141065 1920208 147147

GT9 I 1 132776 214214 2310231 1449 180180 211220 124032 AT3ATS 138146 2470235 1B3M65 19820200 139A143

G0 hd 1 1300134 1688M72 2140230 2270239 1490149 17EME0 2110224 1MBA20 165191 138146 2557267 165MB5 192192 151163 14144

Gi#1 F 1 [ 130130 188M7E 2300230 2270239 149449 180M80 2130224 TEM16 163169 1420146 19257 141143

G32 I 2 (13034 183172 2140234 223233 14133 180184 211211 TBA20 14THME3 138142 255267 163ME65 1827204 147A51 1410149

Gi3 I 1 TBEMT2 2140234 2277233 149149 17BME4 211224 116120 1381146 255/267 1353M6B5 1921192 143163

Gi4 F 1 1900 2190223 125129 1400144 2000212 1397143 118118 2477247 149153 2240224 133143

Gis I 1 1300130 156172 2140230 2275239 180180 2160224 M2M16 163M67 142142 255267 141163 1920208 143131 1410143

GG ] 1 (126130 188172 21957 148157 MEME 1737 13877 14177

Gig F 1 1260134 168176 2270235 1490149 17YEME4 2199 M2A16 165165 1380135 1920204 1430153

G39 hd S (13334 1BBMT2 A4222 22723 14557 1TEME0 215227 1TBAZ0 14TMEB9 138138 2580239 15FMES 182492 143A51 145149

G0 F 4 (13034 1T2N72 4222 227227 148/49 184184 215224 120124 169AT3 142146 2517239 133M57 2000204 143143 145149

GM F 4 1134134 1T2AT2 A48 223227 145149 1VBME0 2240228 MMEBMZ23  1BSMET 1381142 2550263 15761 1921968 143143 1410145

GI§ F 1 [ 1anzz2 2117231 149149 1440148 2080220 1657 139043 12277 2470247 153157 196223 131143 137031

GIT F 2 [ 134134 172172 24218 180180 2240223 138142 2350263 192196 141143

G98 F 1 126130 152172 22207 184184 2150219 235/2595 1965204

G239 F 1 [130M38 172172 2140230 2277238 163180 2150224 138146 255/239 1927200 141145
CHIMPAMIEET 126M26 160MT1 173184 215213 132160 2080212 118134 2430247 2161228 13714
CHIMPANIEEZ 218 156136 174182 215219 143164 204216 126130 2430243 2005212 13714
CHIMPANZIEES 118M22 164164 1745214 211723 143152 2080220 122122 2470247 1965228 137131
CHIMPANIEES 1221126 136164 1741598 21123 T48M64 2005220 122122 2477247 1964228 137137
CHIMPANIEES 126126 156M64 1940222 215213 1400168 2000204 118118 2477230 2245228 141141
CHIMPANZEEE T18A18 152160 1940184 2190223 136164 1864203 118130 2310251 2045216 137147
CHIMPANIEET 118122 160164 182198 207219 1400144  186/216 1an22 2470247 2120228 137131
CHIMPANZIEES 1221130 160164 190198 207723 T1E0MEB4 2160216 118122 2477255 2240225 131133
CHIMPANIEES 108126 152156 190184 2115223 1B0MB4 2120218 118138 2477247 2240228 13714
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