Supplementary Figure 1 Comparison of large T proteins. The large T proteins (5´-parts) of the novel great ape PyVs were aligned with those of published PyVs using ClustalW (as implemented in MacVector). Abbreviations and accession numbers are listed in Table 1 (Novel PyVs) and Supplementary Table 2 (published PyVs). The CR1, J-, RB-binding, ori-binding and Zn-Finger domains are underlined. Identical amino acids (in bold type) are outlined and shaded, similarities (in bold type) are outlined only, and mismatches are in normal type. The parts of the alignment comprising the great ape PyVs and the MCPyVs are boxed with a dotted line. 

