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High density dataset — Southern Africa
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High density dataset — Southern Africa
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END - Thanks!

MtDNA and Y-chr details to follow
(If time allows of for information)



Mitochondrial DNA
Inferences

-Schlebusch, C. M. (2010). PhD Thesis: Genetic variation in Khoisan-speaking populations
from southern Africa. Division of Human Genetics. Johannesburg, University of the
Witwatersrand. PhD thesis.

-Schlebusch, C. M., M. Lombard, et al. (2013). "MtDNA control region variation affirms
diversity and deep sub-structure in populations from Southern Africa." BMC Evol Biol 13(1):
56.

-Schlebusch, C. M., M. de Jongh, et al. (2011). "Different contributions of ancient mitochondrial
and Y-chromosomal lineages in 'Karretjie people' of the Great Karoo in South Africa." J Hum
Genet 56(9): 623-30.



Mitochondrial haplogroups
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LOd/k sub-haplogroups
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LOd/k sub-haplogroups frequency distributions
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Y-chromosome inferences

-Schlebusch, C. M. (2010). PhD Thesis: Genetic variation in Khoisan-speaking populations
from southern Africa. Division of Human Genetics. Johannesburg, University of the
Witwatersrand. PhD thesis.

-Schlebusch, C. M., M. de Jongh, et al. (2011). "Different contributions of ancient mitochondrial
and Y-chromosomal lineages in 'Karretjie people' of the Great Karoo in South Africa." J Hum
Genet 56(9): 623-30.

-Naidoo, T., C. M. Schlebusch, et al. (2010). "Development of a single base extension method
to resolve Y chromosome haplogroups in sub-Saharan African populations.” Investig Genet
1(1): 6.

-Naidoo, T., (2014). Masters dissertation: Phylogeography of Y-chromosome haplogroups A &
B in Africa. Division of Human Genetics. Johannesburg, University of the Witwatersrand.
Masters dissertation.




Y-chromosome haplogroups
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Y-chromosome haplogroups, only KS associated
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Y-chromosome haplogroup frequency distributions
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