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High density dataset – Southern Africa



• Central San Mid-Way or “split” between 
northern (purple) and southern (red) group

• Questions – Split times – Admixture –
Isolation by distance 



14 generations

Bantu-sp with central San admixture Northern with Southenrn San admixture



Principle component analysis

Southern African datasetAfrican dataset



Principle component analysis - Procrustus



African dataset
Southern African dataset

Incl. Bantu-speakers
Southern African dataset

Excl. Bantu-speakers

(values <1 show improved predictive capacity as compared to that of geography)

Predictive error relative to geography
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Chromosome 6 – Immunity – Southern San groups



Chromosome 10 – MYPN – Muscle growth and contaction – Ju’/hoansi
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• two types of muscle fibers, 

• slow twitch and fast twitch 

• Slow twitch fibers more efficient in using oxygen to generate energy, 
fast twitch fibers are less efficient

• Fast twitch fibers fire more rapidly and generate more force. 
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East African LP-mutation (red) in high frequency in the 
Nama (Khoe) – lower in San groups
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